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Cover Legend: HIV-1 CA hexamer and monomer illustrating the positions of residues in the interdomain linker region. Residues in this 
region are shown in red. In both the monomer and hexamer structures, the NTD and CTD are highlighted in purple and green, respectively. 
The positions of the ﬁ ve linker residues and the two ﬂ anking residues that were mutated to Ala or Leu are shown in the monomer diagram. 
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